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weighted, 132, 955 
maximum likelihood, 28, 88, 132, 146, 
165, 311, 333, 420, 520, 567, 573, 
649, 667, 673, 759, 781, 832, 929, 
945, and see efficiency, information, 
reparameterization, theory of error 
censored data, 620, 665, 959 
equations, types of error, 595 
full-information, 260 
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iterative computation, 89, 132, 568, 
and see iteration 
convergence of, 569, 929 
limited information, 263 
method of moments, 929 
minimum chi square, 421, 955 
nonparametric, see distribution-free 
of discriminant function, 918 
of dose, median effective, 322 
of mean, 956 
of median, 618 
of potency, 610, and see bioassay, toxi- 
cology 
of probability, 310 
of risk, 310 
of scale, 956 : t- 
of variance, 648, 956 
component ratio, 29 
ratio, 377 
regression, 377 
Spearman, 327 
-Karber, 323 
Ethology, see behavior, ecology, social 
order 
Event 
compound, 54 
intersection of, 83 
union of, 83 
Evolution, 470, 880, 950, and see intro- 
gression, Sewall Wright effect, 
species 
Expectation 
mathematical, see mean, moment 
of mean square, 392, 850, 939, 
948 
prior, 35 
Experimental design, see desigu of 
experiments 
Exponential, 655 
curve, 277 
linear combination of, 409, 424 
weighted sum of, see linear com- 
bination of 
Exposure-time, 310 
Extinction, 761 
gene, 111, 954 
population, 112 
probability, see probability 
Extreme value, see distribution of ex- 
treme values 
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Factor 
analysis, 747, 962, and see multi- 
variate analysis 
-ial, calculus of, 525 
experiment, 553, 816, and see bio- 
assay, fractional replication 
analysis of, 129, 503, 525 
confounded, 945 
loading, 195, 748 
matrix, 195 
raising, 507 
saturation, 476 
space, 324 
Feeding function, 761 
Fertility, 957, and see reproduction 
Fieller, 605 
Fiducial limit, see confidence limit 
Field experiments, see agronomy, design 
of experiments, soil 
Fish, 164, 961, and see ecology 
Fitness, 121 
differential, 453 
variable, 454 
Fitting distribution, see estimation 
Food, see biochemistry, enzymology, 
nutrition 
Forecasting, crop, 374 
Forestry, 210, 362, 960, and see tree 
crops 
Formula, see hypothesis, model 
Fossil, see paleontology 
Fourfold table, see chi square, con- 
tingency 
multiple, 409 
Fractile, see percentile 
Fraga, C. G., Jr., 634 
Functional relation, 252 
Fungicide, see pesticide 
Gamma 
function, 620 
ray, 955 
Gene 
frequency, 410, 954 
change, rate of, 111, 121, 212 
distribution of, 116, 947 
equilibrium, 453 
estimation of, 211 
steady-state, see equilibrium 
variance of, 410, 947 
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loss, 111, 954 
time to, 955 
Generating function, see moment, prob- 
ability 
Genetic 
advance, see progress 
combining ability 
general, 440 
specific, 440 
drift, 954 
equilibrium, 112, 121, 411, 441 
gain, see progress 
progress, 121, 212, 419, 845 
maximum, 848 
resistance, 761 
Genetics, see blood groups, cline, domi- 
nance, epistasy, evolution, gene, 
genetic, genotype-environment in- 
teraction, heterosis, hybrid, 
inbreeding, incompatibility, intro- 
gression, linkage, mating, muta- 
tion, natural selection, path, pleio- 
tropy, repeatability, sampling 
studies, weighting 
human, 419 
medical, see human 
nonadditive effects, 864 
plant, 111, 489, 454, 636 
population,-111, 212, 453, 952 
migration in, 409 
quantitative, 205, 345, 940 
simulation, 111, 954 
Genotypic, see genetic 
Geophysics, 942, and see meteorology, 
oceanography 
Gompertz curve, 162, 277 
Goodness of fit, 154, and see chi square 
Graduation, see curve fitting 
Graeco-latin square, see design of experi- 
ments 
Graphics, 154, 166, 278, 421, 577, 610, 
and see anaglyph, computation 
Group 
divisibility, 
design 
-ing, 890, and see balance, matching 
selection of, 474 
ring, 667 
Growth, 96, 162, 276, 416, 940, and see 
allometry, biometry, isometry, 


see incomplete blocks 
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logistic, morphology, population 
curve, 812 
form of, 277, 415 
linear, 97 
plant, 959 
Half-leaf method, 373 
Health 
mental, 953, 961 
public, 74, 947, 957, and see epidemi- 
ology, medicine 
survey, 438 
Heinisch, Ottokar, 195, 413 
Hematology, 594, 666, and see blood 
groups, cancer 
Heredity, see genetics 
Heritability, see genetic correlation 
Heteroscedasticity, see scedasticity 
Heterosis, 442, 624, 868 
Homeostasis, genetic, 623 
Homoscedasticity, see scedasticity 
Horticulture, 629, and see agronomy, 
tree crops 
Hybrid, 872 
index, 488 
isogenic, 623 
plant, 636 
variability of, 623 
Hyperbola, fitting, 573 
Hypergeor :etric 
function, 927 
negative, 929 
Hypothesis, see model, test 
component, 814 
joint, 816 
null, 334 
testable, 681 
testing, 309 
Immunology, 91 
Inbreeding, see mating 
depression, 443, 868 
Incompatibility, self-, 111 
Incomplete experiment, see missing data 
Index, see selection 
of incidence, 386 
Industrial research, see physical science 
Infection, 53, and see model 
Inference, 200, 421, 755, and see Bayes, 
test 
Information, 419, 933, and see analysis 
of variance, combination of data, 
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design of experiments, estimation 
expected, 597 
interblock, 26, 372, 829, 843 
intrablock, 372 
loss of, 149 
matrix, 597 
observed, 597 
prior, 329 
redundancy, 96 
retrieval, 946, 949, and see documenta- 
tion 
Inheritance, see genetics 
Insecticide, see pesticide 
Interaction, 83, 526, and see analysis of 
variance, model 
definition of, 85, 129 
elimination of, 139 
genotype-environment, 345, 845 
interpretation of, 129 
minimized, see elimination of 
Intercept, 577 
Interpolation, 404 
harmonic, 405 
Introgression, 489 
Isometry, 747, and see allometry, 
growth, morphology 
Iteration, 26, 677, and see computation, 
least squares, maximum likelihood 
Jaccard, 883, and see similarity index, 
simple matching coefficient 
Judging, 636, 951 
Kirber, 958 


. Kurtosis, 49, 606, 755 


Lagrange multipliers, 101, 125, 772 
Latent root, 411, and see matrix 
principal, 476 
Latin square, see design of experiments 
Law, see hypothesis, model 
LD 50, see median effective dose 
Leukemia, see cancer, hematology 
Life, see exposure-time, survival 
table, 418 
Likelihood, 145, 493, 933, and see likeli- 
hood ratio test, maximum likeli- 
hood estimation 
conditional, 149 
function, 419, 420, 567 
infinite, 149 
interval, 596 
local maximum, 149 
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Limnology, see fish, oceanography 
Linkage, 212, 419, 492, 865, 954 
Literary style, 200, 206, 884 
Location parameter, 613 
Logic, 661, 900 
Logistic, 85, 277, and see growth, logit 
transformation, population 
Longitudinal study, 
Loss { 
Erlang, 621 é 
from observation, 312 
function, 210, 415 
Mann-Whitney, see U statistic 
MANOVA, see multivariate analysis of 
variance 
Markov, see process 
Matching, 78, 418, 956, and see balance, 
paired comparison 
coefficient, simple, 884 
Mathematical biology, see biometry 
Mathematical statistics, 202 
Mating, see inbreeding 
random, 121 
Matrix, 99, and see characteristic root, 
determinant, eigen, information 
matrix, latent root, multivariate 
analysis, quadratic form, trace 
algebra, 41, 99, 641 
correlation, see correlation matrix 
covariance, see covariance matrix 
design, 2, 814 
dispersion, 471, and see covariance 
matrix 
inversion, 126 
occurrence, see design matrix 
partitioned, 491 
rank of, 530, 747, 814 
stochastic, doubly, 410 
spectral theory of, 411 
transition, 684, 793 
Mean, see median 
adjusted, 503 
harmonic, 311, 528 
Measurement, repeated, 810 
Median, 957 
unbiased, 618 
effective dose, 322 
Medicine, see aging, blood, caries, 
chemotherapy, clinical, diagnosis, 
discrimination, genetics, health, 


| 
Xxiv 
a 2 
| | 
P 
| | 
| | 
\ 


SUBJECT INDEX 


hematology, immunology, infec- 
tion, microbiology, morbidity, 
mortality, pharmacology, physiol- 
ogy, psychology, reproduction, se- 
rology, toxicology, vaccine 
experimental, see clinical 
retrospective studies, 84 
Meteorology, 236 
Metric, see scale 
Microbiological assay, 716, and see bio- 
assay 
Microbiology, 44, 538, 74, 418, 647, 649 
673, 724, 761, 956, 960, and see 
infection, microbiological assay 
Migration, 409, 453, 925 
Model, see biometry, components of 
variance, hypothesis, path, regres- 
sion, reparameterization, theory of 
error, transformation 
additive, 391 
Bayes, 25 
binomial, modified, 947 
bioassay, 720 
biological, 129 
carcinogenesis, 142 
compartment, see compartment analy- 
sis 
compounding, 44 
contingency table, 83 
electronic, 954 
evolutionary, 950 
fixed effects, 527 
genetic, 439, 454, 845, 864 
growth, 97, 129, 162, 750 
hyperbolic, 573 
incomplete, 421 
infection, 647 
life-testing, 312 
linear, 259, 370 
logistic, 91 
extension of, 90 
Markov chain, 319 
mathematical, 54, 954, 956 
migration, 407 
mixed, 553, 811, 829, 938, 948 
multinomial, 318 
multivariate, 83, 131 
polynomial, inverse, 128 
population, 454 
probability, 49, 312, 639, 927 


probit, 83 
random, 937, 948 


semi-, 947 
regression, 132, 95S 
risk, 312 


selection of, 128, 421 
statistical, 27, 450, 666, 946, 959 
stereoscopic, 358 
stochastic, 112, 650, 761 
survival, 674 
unbalanced, 948 
visual, 358 
Moment, 160, and see cumulant 
estimate, 725 
estimation, 554 
factorial, 44 
generating function, 315 
method of, see estimation 
Monte Carlo, see sampling studies 
Morbidity, 92, 954 
infant, 416 
Morphology, 470, and see allometry, 
anatomy, isometry 
Mortality, 74, 92, 338, and see aging, 
life, survival, survivorship 
age specific, 144 
differential, 209 
fetal, 417, 418, 420 
infant, 416, 417, 418 
probability model, 209 
sex specific, 415 
total, 415 
Multivariate analysis, 358, 489, 781, 811, 
and see allometry, analysis of vari- 
ance, canonical correlation, dis- 
criminant, distance, factor analy- 
sis, genetic selection, Hotelling’s 7’, 
matrix, principal component, simi- 
larity index, vector 
Mutation, 761 
rate, 111, 419 
spread, 115, 212 
Mycology, see microbiology 
Nervous system, 199, 954, and sce 
cybernetics, psychology 
Network, 950, 960 
Niche, 454, 880 
Nonparametric, see distribution-free 
Normality, multivariate, 109 
Nuisance parameter, 97 
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Number, pseudorandom, 112 
Nutrition, 205, 536, 834, and see amino 
acid, vitamin 
Obituary, 192, 413, 634 
Oceanography, 239, 961, and see meteor- 
ology 
Odds, see probability 
Operations research, 661, and see search, 
sorting method, stereography 
Order, see test 
information, see information 
-ing, 886, and see selection of order 
selection of, 419 
Orthogonal squares, completely, 5 
Orthogonality, 3, and see comparison 
Outbreeding, see inbreeding 
Pairing, see balance, matching, paired 
comparison 
Paleontology, 97, 109, 437, 953 
Parameter 
general, 140 
-ization, re-, 83, 333, 820 
redundant, 520 
selection of, 83 
specific, 140 
Parasitology, 172, 570, and see pathology 
Path, see correlation 
analysis, 293 
probability, 791 
regression, see regression 
Pathology, plant, 952 
Percentile, 917 
Perennials, 385, and see tree crops 
Periodicity, see cycle 
Permutation, see combinatory analysis 
Pesticide, 961, and see pollution, toxi- 
cology 
Pharmacology, 210, 604, 646, 684, 730, 
761, 818, 957, and see bioassay, 
screening test, toxicology 
Photography, 211 
Physical science, 946, and see bionics, 
chemistry, geophysics, radioactiv- 
ity 
Physiology, 31, 53, 205, 242, 252, 280, 
416, 417, 437, 589, 623, 647, 818, 
and see compartment analysis, 
cyberretics, growth, medicine, 
nervous system, threshold 
plant, 418, 576, 960 
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Pleiotropy, 470, 492 
Pollution, 650, 952 
Pooling, see combination of data 
Population 
dynamics, 960 
estimate, 330 
biased, 332 
limitation, 960 
management, see ecology 
size, 453, 927 
stationary, 112 
Potency, relative, 63, 650 
confidence limits, 69 
heterogeneity of, 650 
variance of, 70 
Poultry, 58 
selection, 348 
Power, 334, and see test 
discriminatory, 692 
loss of, 827 
spectrum, 944 
Precision, see information, least squares, 
variance 
approximate, 354 
Prediction, 74, 588, 875, and see regres- 
sion 
Principal 
component, 470, 488, 748, 951 
factor, 415 
Probability, 882, 908, 927, and see 
distribution, state, stochastic 
calculation of, 47 
combination of, 882 
biased, 889 
conditional, 80, 311, 795, 915, 927 
confidence limits for, 908 
cumulative, S82 
density, 142, 160 
extinction, 112, 766, 777, 954 
maximized, 768 
flux, 388 
generating function, 44, 54, 314, 648, 
650, 765, 928 
path, 791 
personal, see subjective 
subjective, 197 
textbooks, 197 
Process 
birth, 649 
-and-death, 650, 761 
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pure, 54 
deterministic, 765 
Markov, 702, 960, and see stochastic 
irreversible, 791 
stationary, 56 
random, 884 
stochastic, 212, 882, and see epidemi- 
ology, feeding function, selec- 
tion 
Programming, see automatic computa- 
tion 
quadratic, 121 
Proportion, see binomial, probability 
Protozoa, see microbiology 
Psychiatry, see mental health 
Psychology, see mental health, nervous 
system 
Quadratic form, 27, 559 
distribution of, 649 
maximization, 121 
Quality, 519 
control, 684 
Quantification, see scale 
Queue, 684, and see stochastic process, 
traffic 
Radioactivity, see radiology, tracer 
Radiology, 649, 673, 955 
Randomization, 296, 372, and see bias, 
randomization test, selection 
Rating, see scale, score 
Ratio, see probability 
estimator, 310 
Reaction velocity, 130, 580 
Recombination 
fraction, 419 
rare, 118 
Recruitment, see migration 
Regression, see adjusted mean, canoni- 
eal analysis, correlation, covar- 
iance, path, prediction 
analysis, see analysis of covariance 
missing data, 944 
pooled, 35 
weighted, 35 
asymptotic, 594, 959 
bivariate, 719 
coefficient 
confidence limits for, 578 
computation of, 63 
estimation of, 727 
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ratio of, 578 
combination of, 26 
curvilinear, 958, 959 
dependent variable, selection of, 31 
estimate, precision of, SSO 
fitting, both variables subject to error, 
252, 574 
heterogeneity of, 30 
independent variable, automatic selec- 
tion of, 247 
linear, see rectilinear 
logarithmic, 752 
multiple, 26, 955 
nonlinear, see curvilinear 
polynomial, 519 
quadratic, 752 
rectilinear, 949 
non-, 752 
selection of origin, 132 
selection of values of independent 
variable, 734 
selection of variables, 268 
stepwise, 247, 268 
sum of squares, 299 
Relation, see comparison 
structural, 252 
Reliability, 415 
Replication 
effective, 630, 632 
fractional, 518, 945 
half-sample, 647 
in time, 1 
Reproduction, 953, and see fertility 
Residual, see error 
calculation of, 248, 510 
Response, see bioassay, model 
category, combination of, 92 
curve 
dose, 58, 610 
multi-hit, 673 
polychotomous, 83 , 
single-hit, 646 
Weibull, 646 
series of, 646 
time, 823 
graded, 89 
optimal, 731 
quantal, 85, 322, 957 
multivariate, 958 
surface, 128, 358 
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maximum value, 730 
quadratic, 730 
selection of function for, 139 
vector, 810 
Restraint, see constraint 
Restriction, see constraint 
Reversal, see cross-over design 
Reviews, 196, 636 
Risk, competing, 311 


Rotation experiment, see cross-over 
design 
Sample 


follow-up, 270 
heterogeneous, 310 
index, 270 
size needed, 325, 336, 951 
Sampling, see components of variance, 
design of experiments, sample size 
needed, sample survey 
acceptance, 684 
area, 734 
crop, 374 
double, 375, 385, 684 
ecological, randomness of, 330 
grid, 211 
half-sample, 647 
nonresponse, 645 
optimum, 645 
random, 917, and see random number 
stratified, 388 
studies of statistical problems, 892, 
908, 948, 949, 955, 956 
survey, 210, 952 
cost of, 381, 649 
design, 375, 389, 649 
multifactor, 649 
systematic, 385 
two-phase, 374 
Seale, 104, 207, 360, 626, 636, SS7 
multidimensional, 951 
parameter, 613 
Scedasticity, 109, 574 
Score, 387, 419, and see discriminant 
function, scale 
canonical variate, 109 
discriminant, 109 
Screening, see test 
Search, Fibonacci, 151 
Segregation, genetic, 947 
Selection, see balance, design of experi- 


BIOMETRICS, 1966 


ments, randomization, sampling, 
screening 
genetic, 348, 761 
blocking in, 843 
differential, 848 
effect of linkage, 954 
efficiency of, 844 
equilibrium under, for & alleles, 
121 
for heterozygotes, 125 
intensity, 848 
methods compared, 851 
response to, see genetic progress 
simulation, 954 
trucation, 955 
natural, 884, 943 
rule, 269 
Self-fertilization, 442 
Sensitivity, 958 
data, see quantal response 
Sentence length, 200 
Sequential experiment, 951, 957, and see 
bioassay, decision, life, quantal 
response, sampling 
Serology, see blood groups, hematology, 
immunology 
Service, computing and consulting, see 
computation, consulting 
Set theory, 900 
Sex ratio, 384 
distribution of, 947 
Similarity 
analysis, 951 
coefficient, Sgrenson, 892 
index, 882, and see Jaccard, rank 
correlation, simple matching co- 
efficient 
combination of, 888 
Simulation, 111, 961, and see sampling 
studies 
Skewness, 49, 109, 310, 606, 755 
Smoothing, see curve fitting 
Social order, 418, and see sociology 
Sociology, 437, and see behavior, demo- 
graphy, ecology, social 
Soil 
heterogeneity, 843 
moisture, 960 
Solution locus, 595 
Sorting methods, 638 
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Spearman-Karber method, 95S 
Species, number of, 883 
Specification, 509 
Split plot, 503 
Standard 
deviation, see variance 
error, see variance 
treatment, see check 
variety, see check 
State 
absorbing, 56, 791, 960 
initial, 791 
steady, 111, 455 
transient, 797 
Statistics curricula and syllabi, 436 
Statistics texts and periodicals, 196, 197, 
205, 636, 640, 642 
Stereography, 359 
Stratification, 74, and see sampling 
Subclasses disproportionate, see analysis 
of variance, fitting constants, miss- 
ing data 
approximate analysis, 525 
interaction present, 525 
Subjective 
evaluation, 75, 375, 385, and see 
judging 
correlation with objective, 383 
Summary tables, 517 
Survey, see health, sampling 
aerial, 211 
analysis of, 240 
Survival, see dose response, mortality, 
time response 
data incomplete, 665 
probability, 957, 959 
time, 311, 665, 731, 959 
Survivorship, 154, 311 
Switchback, see cross-over design 
System, adaptive, 946, 950 
Tables, miscellaneous, 8, 16, 114, 180, 
185, 280, 337, 341, 369, 699, 857, 
866, 911 
graphical, 622, 853, 913 
Tag, 926, and see ecology, radioactivity, 
tracer 
Target theory, 673, and see radiology 
Tau, see rank correlation 
Taxonomy, 96, 206, 238, 469, 882, 961, 
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and see morphology, number of 
species 
Taylor series, 595 
Teaching of statistics, 
curricula and syllabi 
Test, see analysis of variance, chi square, 
comparison, confidence limit, good- 
ness of fit, hypothesis 
asymptotic, 334 
destructive, see life test 
distribution-free, 956 
F, see variance ratio 
Hotelling’s, see ¢ 
independent, 827 
life, 311, 415 
likelihood ratio, 650, 813, 952 
multiple-comparison, 648, 736, 813 
multivariate, 958 
nonparametric, see U statistic 
of homogeneity of characteristic roots, 
756 
of matrix uniformity, 811 
of significance, approximate, 813 
of significance of 
difference between means 
approximate, 632 
with missing data, 632 
distance, 108, 472 
fitted constant, see regression co- 
efficient 
fixed effect in mixed model, 938 
interaction, 813 
largest difference, see range test 
mean difference, incorrect, 941 
regression coefficient, 135 
variance ration 404, 812 
power of, 950 
preliminary, 421 
range 
Duncan’s new, 179 
multiple, 179 
rank, 952 
sum, multiple comparisons, 648 
tables, 648 
robustness, 109 
sampling, see sampling studies 
screening, 752, 944, and see bioassay 
senory, see judging, score, selection, 
subjective evaluation 
t, see confidence limits 
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Hotelling’s, 813, and see multi- 
variate ¢ 
robustness, 949 
multivariate, 95S, and see Hotell- 
ing’s t 
variance-ratio, 472, 875, and see 
analysis of variance, beta distri- 
bution 
incorrect, 941 
quasi-, 937 
Theory, see biometry, hypothesis, model 
spectral, 411 
Therapeutic 
index, 210 
odds, 209 
Threshold, 961 
distribution, 92 
Tie, 636 
Time series, 944, 945, and see circadian 
rhythm, life 
analysis of, 943 
Toxicology, 210, 584, and see bioassay, 
pesticide, pharmacology 
Trace, 41, 490, 557 
Tracer, 960, and see radioactivity 
Traffic, 622, and see queue 
Transformation, 109, 129, 421, 574, 626, 
and see analysis of variance, bio- 
assay, canonical analysis, discri- 
minant, logistic, matrix, model 
angular, 686 
effect of, 109 
linear, 490 
impossible, 149 
logarithmic, 109, 362 
double, 34 
logit, 239 
vector, 945 
orthogonal, 750 
power, 283 
probit, 686, 958 
to linearize regression, 574 
to normally distributed variate, 599 
Treatment sequence, 292 
Tree crops, 629, and see forestry, 
horticulture 
Trend, see regression 
Tuberculosis, 768 
Tumor, see cancer 
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Uniformity data, 850 
U statistic, 610 
Vaccine, antigenicity of, 684 
Variable, see variate 
auxiliary, 578 
canonical, 343 
endogenous, 253 
exogenous, 253 
independent, selection of values of, 140 
investigational, 257 
selection of, 268, 489 
Variance, see covariance, genetic, mean 
square error, variance ratio test 
analysis of, 59, 205, 300, 371, 388, 
392, 717, 850, 938, and see anal- 
sis of covariance, chi square, 
combination of data, compo- 
nents of variance, degrees of 
freedom, design of experiments, 
disproportionate subclasses, 
error, factorial experiment, fitt- 
ing constants, hypothesis, inter- 
action, interblock, least squares, 
missing data, model, multiple 
comparisons, multivariate, path, 
regression, test, transformation, 
uniformity data, variance-ratio 
test 
computation of, 61 
electronic, 503 
hierarchal, 937 
multivariate, 646, 810 
asymptotic, 334, 579, 667 
components, 390, 841, 845, and see 
components of covariance 
covariance matrix of, 557 
environmental, 849 
estimation of, 647, 937, 948 
ratio of, 26 
discrepancy, see error 
error, 752 
computation of, 511 
function, 394 
genetic, 440 
components, see components of 
variance 
estimation of, 861, 937 
interblock, 368, and see information 
large-sample, see asymptotic 
matrix, see covariance matrix 
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of difference of means, 940 

of estimate, 520 

of exposure-time index, 312 

of gene frequency, 410 

of mean, 939 

of median, 70 

of total steps, 799 

of treatment mean, 940 

of variance component, 397, 553 

phenotypic, 684 

plot, 851 

pooling of, 211 

ratio, see beta function, variance-ratio 
test 
maximized, 493 
noncentral, 948 

residual, see error mean square 

structure, 752 

Variate, see variable 
canonical, 781 
instrumental, 252 
Variation 

calculus of, 772 

coefficient of, 71, 625 

ector 


canonical, 347 
-ial analysis, 469 
latent, 476 
principal, 747 
Viability, 212 
Virology, see dilution, half-leaf method, 
infection, microbiology 
Vision, 943 
Vital statistics, see demography 
Vitamin 
riboflavin, 716, 834 
Von Bertalanffy curve, 162 
Walk, random, 957 
Weight, 26, 87, 283, 372, 410, 415, 574, 
832, 843, 883 
avoiding, 574 
choice of, 84 
matrix, 31 
precision, 84 
Wilcoxon, Frank, 192 
Wright, Sewall, effect, 884 
X-ray, see radiology 
Youden square, see design of experi- 
ments 
Zero value, 888 
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